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CLAIMS : 

What is claimed is: 



1. A method of treating melanoma, comprising administering to a subject an 
effective amount of a complex of: (a) a h ybrid an ^igpn n^ m prising an antigeni c 
domain oJ l a t^imrvr anti gen from me lanoma an d a binj jj g^- d^mft4^3^tj^at- 
noTTr;nvaJ^«j-ly hTnrTfT^rn a eukarvo iu^-ksn XO and com prises a heptameric region 
having the sequence motif HyXHyXHyXHy (SEQ ID NO: 29) where Hy represents a 
hydrophobic amino acid and X is any amino acid, wherein the antigenic domain 
and the binding domain are separated by a short peptide linker; and (b) the 
eukaryotic hsp70; wherein the hsp70 is from the same species as the subject; 
wherein the antigenic domain is from a first source and the binding domain is 
from a second source different from the first source; wherein the binding 
domain, the short peptide linker, and the antigenic domain are covalently 
bound in vitro; and wherein the hybrid antigen and the hsp70 are combined in 
vitro under conditions wherein binding of the hybrid antigen to the hsp70 
occurs to form a non-covalent hybrid antigen-hsp70 complex. 

2. The method of claim 1, wherein the hydrophobic amino acid is independently 
selected from the group consisting of tryptophan, leucine and phenylalanine. 

3. The method of claim 1, wherein the binding domain comprises the sequence 
His Trp Asp Phe Ala Trp Pro Trp (SEQ ID NO: 1) . 



4. The method of claim 1, wherein the binding domain comprises the sequence 
Phe Trp Gly Leu Trp Pro Trp Glu (SEQ ID NO: 4) . 
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5. A method of treating melanoma, comprising administering to a subject an 
effective amount of a complex of: (a) a hybrid antigen comprising an antigenic 
domain of a tumor antigen from melanoma and a binding domain that comprises a 
hydrophobic peptide of 7-15 amino acids that non-covalently binds to a 
eukaryotic hsp70, wherein the antigenic domain and the binding domain are 
separated by a short peptide linker; and (b) the eukaryotic hsp70; wherein the 
hsp70 is from the same species as the subject; wherein the antigenic domain is 
from a first source and the binding domain is from a second source different 
from the first source; wherein the binding domain, the short peptide linker, 
and the antigenic domain are covalently bound in vitro; and wherein the hybrid 
antigen and the hsp70 are combined in vitro under conditions wherein binding 
of the hybrid antigen to the hsp70 occurs to form a non-covalent hybrid 
antigen-hsp70 complex. 

6. The method of claim 5, wherein the binding domain comprises a heptameric 
region having the sequence motif HyXHyXHyXHy (SEQ ID NO: 29) where Hy 
represents a hydrophobic amino acid and X is any amino acid. 

7. The method of claim 6, wherein the hydrophobic amino acid is independently 
selected from the group consisting of tryptophan, leucine and phenylalanine. 

8. The method of claim 6, wherein the binding domain comprises a region having 
the sequence His Trp Asp Phe Ala Trp Pro Trp (SEQ ID N0:1) . 

9. The method of claim 6, wherein the binding domain comprises a region having 
the sequence Phe Trp Gly Leu Trp Pro Trp Glu (SEQ ID N0:4) . 

10. The method of claim 1 or 5, wherein the short peptide linker is Gly-Ser- 
Gly. 

11. The method of claim 1 or 5, wherein the hsp70 is mammalian. 

12. A method of treating melanoma, comprising administering to a subject an 
effective amount of a complex of: (a) a hybrid antigen comprising an antigenic 
domain of a tumor antigen from melanoma and a binding domain that 
noncovalently binds to a eukaryotic heat shock protein selected from the group 
consisting of hsp70, hsc70, and BiP, and comprises a heptameric region having 
the sequence motif HyXHyXHyXHy (SEQ ID NO: 29) where Hy represents a 
hydrophobic amino acid and X is any amino acid, wherein the antigenic domain 
and the binding domain are separated by a short peptide linker; and (b) the 
eukaryotic heat shock protein; wherein the heat shock protein is from the same 
species as the subject; wherein the antigenic domain is from a first source 
and the binding domain is from a second source different from the first 
source; wherein the binding domain, the short peptide linker, and the 
antigenic domain are covalently bound in vitro; and wherein the hybrid antigen 
and the heat shock protein are combined in vitro under conditions wherein 
binding of the hybrid antigen to the heat shock protein occurs to form a non- 
covalent hybrid antigen-heat shock protein complex. 

13. The method of claim 12, wherein the hydrophobic amino acid is 
independently selected from the group consisting of tryptophan, leucine and 
phenylalanine . 



14. The method of claim 12, wherein the binding domain comprises the sequence 
His Trp Asp Phe Ala Trp Pro Trp (SEQ ID N0:1) . 
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15. The method of claim 12, wherein the binding domain comprises the sequence 
Phe Trp Gly Leu Trp Pro Trp Glu (SEQ ID NO: 4) . 

16. A method of treating melanoma, comprising administering to a subject an 
effective amount of a complex of: (a) a hybrid antigen comprising an antigenic 
domain of a tumor antigen from melanoma and a binding domain that comprises a 
hydrophobic peptide of 7-15 amino acids that non-covalently binds to a 
eukaryotic heat shock protein selected from the group consisting of hsp70, 
hsc70, and BiP, wherein the antigenic domain and the binding domain are 
separated by a short peptide linker; and (b) the eukaryotic heat shock 
protein; wherein the heat shock protein is from the same species as the 
subject; wherein the antigenic domain is from a first source and the binding 
domain is from a second source different from the first source; wherein the 
binding domain, the short peptide linker, and the antigenic domain are 
covalently bound in vitro; and wherein the hybrid antigen and the heat shock 
protein are combined in vitro under conditions wherein binding of the hybrid 
antigen to the heat shock protein occurs to form a non-covalent hybrid 
antigen-heat shock protein complex. 

17. The method of claim 16, wherein the binding domain comprises a heptameric 
region having the sequence motif HyXHyXHyXHy (SEQ ID NO: 2 9) where Hy 
represents a hydrophobic amino acid and X is any amino acid. 

18. The method of claim 17, wherein the hydrophobic amino acid is 
independently selected from the group consisting of tryptophan, leucine and 
phenylalanine. 

19. The method of claim 17, wherein the binding domain comprises a region 
having the sequence His Trp Asp Phe Ala Trp Pro Trp (SEQ ID N0:1) . 

20. The method of claim 17, wherein the binding domain comprises a region 
having the sequence Phe Trp Gly Leu Trp Pro Trp Glu (SEQ ID NO: 4) . 

21. The method of claim 12 or 16, wherein the short peptide linker is Gly-Ser- 
Gly. 

22. The method of claim 12 or 16, wherein the heat shock protein is mammalian. 

23. A method of treating lymphoma, comprising administering to a subject an 
effective amount of a complex of: (a) a hybrid antigen comprising an antigenic 
domain of a tumor antigen from lymphoma and a binding domain that 
noncovalently binds to a eukaryotic hsp70 and comprises a heptameric region 
having the sequence motif HyXHyXHyXHy (SEQ ID NO: 29) where Hy represents a 
hydrophobic amino acid and X is any amino acid, wherein the antigenic domain 
and the binding domain are separated by a short peptide linker; and (b) the 
eukaryotic hsp70; wherein the hsp70 is from the same species as the subject; 
wherein the antigenic domain is from a first source and the binding domain is 
from a second source different from the first source; wherein the binding 
domain, the short peptide linker, and the antigenic domain are covalently 
bound in vitro; and wherein the hybrid antigen and the hsp70 are combined in 
vitro under conditions wherein binding of the hybrid antigen to the hsp70 
occurs to form a non-covalent hybrid antigen-hsp70 complex. 

24. The method of claim 23, wherein the hydrophobic amino acid is 
independently selected from the group consisting of tryptophan, leucine and 
phenylalanine . 
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25. The method of claim 23, wherein the binding domain comprises the sequence 
His Trp Asp Phe Ala Trp Pro Trp (SEQ ID N0:1) . 

26. The method of claim 23, wherein the binding domain comprises the sequence 
Phe Trp Gly Leu Trp Pro Trp Glu (SEQ ID NO: 4) . 

27. A method of treating lymphoma, comprising administering to a subject an 
effective amount of a complex of: (a) a hybrid antigen comprising an antigenic 
domain of a tumor antigen from lymphoma and a binding domain that comprises a 
hydrophobic peptide of 7-15 amino acids that non-covalently binds to a 
eukaryotic hsp70, wherein the antigenic domain and the binding domain are 
separated by a short peptide linker; and (b) the eukaryotic hsp70; wherein the 
hsp70 is from the same species as the subject; wherein the antigenic domain is 
from a first source and the binding domain is from a second source different 
from the first source; wherein the binding domain, the short peptide linker, 
and the antigenic domain are covalently bound in vitro; and wherein the hybrid 
antigen and the hsp70 are combined in vitro under conditions wherein binding 
of the hybrid antigen to the hsp70 occurs to form a non-covalent hybrid 
antigen-hsp70 complex . 

28. The method of claim 27, wherein the binding domain comprises a heptameric 
region having the sequence motif HyXHyXHyXHy (SEQ ID NO: 29) where Hy 
represents a hydrophobic amino acid and X is any amino acid. 

29. The method of claim 28, wherein the hydrophobic amino acid is 
independently selected from the group consisting of tryptophan, leucine and 
phenylalanine . 

30. The method of claim 28, wherein the binding domain comprises a region 
having the sequence His Trp Asp Phe Ala Trp Pro Trp (SEQ ID N0:1) . 

31. The method of claim 28, wherein the binding domain comprises a region 
having the sequence Phe Trp Gly Leu Trp Pro Trp Glu (SEQ ID NO: 4) . 

32. The method of claim 23 or 27, wherein the short peptide linker is Gly-Ser- 
Gly. 

33. The method of claim 23 or 27, wherein the hsp70 is mammalian. 

34. A method of treating lymphoma, comprising administering to a subject an 
effective amount of a complex of: (a) a hybrid antigen comprising an antigenic 
domain of a tumor antigen from lymphoma and a binding domain that 
noncovalently binds to a eukaryotic heat shock protein selected from the group 
consisting of hsp70, hsc70, and BiP, and comprises a heptameric region having 
the sequence motif HyXHyXHyXHy (SEQ ID NO: 29) where Hy represents a 
hydrophobic amino acid and X is any amino acid, wherein the antigenic domain 
and the binding domain are separated by a short peptide linker; and (b) the 
eukaryotic heat shock protein; wherein the heat shock protein is from the same 
species as the subject; wherein the antigenic domain is from a first source 
and the binding domain is from a second source different from the first 
source; wherein the binding domain, the short peptide linker, and the 
antigenic domain are covalently bound in vitro; and wherein the hybrid antigen 
and the heat shock protein are combined in vitro under conditions wherein 
binding of the hybrid antigen to the heat shock protein occurs to form a non- 
covalent hybrid antigen-heat shock protein complex. 
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35. The method of claim 36, wherein the hydrophobic amino acid is 
independently selected from the group consisting of tryptophan, leucine and 
phenylalanine . 

36. The method of claim 34, wherein the binding domain comprises the sequence 
His Trp Asp Phe Ala Trp Pro Trp (SEQ ID N0:1) . 

37. The method of claim 36, wherein the binding domain comprises the sequence 
Phe Trp Gly Leu Trp Pro Trp Glu (SEQ ID NO: 4) . 

38. A method of treating lymphoma, comprising administering to a subject an 
effective amount of a complex of: (a) a hybrid antigen comprising an antigenic 
domain of a tumor antigen from lymphoma and a binding domain that comprises a 
hydrophobic peptide of 7-15 amino acids that non-covalently binds to a 
eukaryotic heat shock protein selected from the group consisting of hsp70, 
hsc70, and BiP, wherein the antigenic domain and the binding domain are 
separated by a short peptide linker; and (b) the eukaryotic heat shock 
protein; wherein the heat shock protein is from the same species as the 
subject; wherein the antigenic domain is from a first source and the binding 
domain is from a second source different from the first source; wherein the 
binding domain, the short peptide linker, and the antigenic domain are 
covalently bound in vitro; and wherein the hybrid antigen and the heat shock 
protein are combined in vitro under conditions wherein binding of the hybrid 
antigen to the heat shock protein occurs to form a non-covalent hybrid 
antigen-heat shock protein complex. 

39. The method of claim 38, wherein the binding domain comprises a heptameric 
region having the sequence motif HyXHyXHyXHy (SEQ ID NO: 29) where Hy 
represents a hydrophobic amino acid and X is any amino acid. 

40. The method of claim 39, wherein the hydrophobic amino acid is 
independently selected from the group consisting of tryptophan, leucine and 
phenylalanine . 

41. The method of claim 39, wherein the binding domain comprises a region 
having the sequence His Trp Asp Phe Ala Trp Pro Trp (SEQ ID N0:1) . 

42. The method of claim 39, wherein the binding domain comprises a region 
having the sequence Phe Trp Gly Leu Trp Pro Trp Glu (SEQ ID N0:4) . 

43. The method of claim 36 or 38, wherein the short peptide linker is Gly-Ser- 
Gly. 

44. The method of claim 36 or 38, wherein the heat shock protein is mammalian. 
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